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Construction of comprehensive monitoring system using MLST analysis against
anti-microbial resistant isolates from the hospitalized patients and

environments samples
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We investigated the trends of pollution and diffusion in the environment

(the Tama River: Tokyo) of drug-resistant bacteria, which has become a problem as a medical-related
infection, over the course of three years. It was found that the detection frequency of
ESBL-producing strains among all Escherichia coli isolates was 3-6%. As a result of genetic analysis
(ESBL type, ST type) of these isolates, many strains of the same type as the causative strain of
human infectious disease were found. Furthermore, these strains were found to inhabit the estuary of
the river. The frequency of detection of toxin-producing C. difficile strain was 60.5%, which was
equivalent to hospital infection. Other drug-resistant bacteria (MRSA and VRE) were not detected.
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