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Investigation for the regulatory mechanism of DNA double-strand break repair by
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Nishi, Ryotaro

3,200,000
DNA DNA double-strand break: DSB DNA
DSB MRN
MRE11-RAD50-NBS1 DSB MRN DSB
MRN MRN
MRE11
DSB DSB DSB
DSB
DSB

DNA double-strand break (DSB) that is caused by ionizing radiation etc. is
one of the most deleterious types of DNA damage. In human cells, DSBs are mainly repaired by either
homologous recombination or non-homologous end joining. Since MRN (MRE11-NBS1-RAD50) complex
regulates pathway choice, initiation of homologous recombination, and DSB responses, revealing
regulatory mechanism of MRN complex is mandatory to understand DSB repair. This research aimed to
unveil regulatory mechanism of MRN complex by characterizing newly identified MRN complex
interactor, nuclear myosin. We found that nuclear myosin interacted with MRN complex in nuclei and
mainly interacted with MRE11. In addition, we also found that nuclear myosin facilitated homologous
recombination.
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